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WE B8R EEE FK44E% 4 RNA(IncRNA) FF 38 & & ik # F K (HULC) 5 i 9% o 1 |
MBI X ZR Fik BUTREEH 02 BIAE A BT, 7 S BRAS M RA R 50 #I4F A 2T B4,
Y45 57 3 28 f2 7% IncRNA HULC RAKF, 2R AT 2049 IncRNA HULC AB*t R A KPR E & T
SRR, B AL £ R 43T F B L (P<0.05) ; TR AW AT R ARE 5  RE B2 E 845
InRNA HULC A8 & & K-F 2 5539 A et 5 & L (P<0.05) , FLAF B A T 5% B bk o 042 2 04 38 Jm 4
B Y K, InRNA HULC A8t &k 3 256 % & % 5K -F IncRNA HULC & A48 =44 &
FTHERTREART ZHRCLELELS

KR K4k AE % A0 RNA AT & KA S A VB o0 s ke 25 45 88
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Expression level of serum IncRNA HULC and its relationship with tumor

staging and lymph node metastasis in patients with liver cancer”
WANG Huina® , ZHANG Jing", LI Yue®
(a. Dept. of Pharmacy, b. Oncology department, the First Affiliated Hospital of Henan University,
Kaifeng 475000, China)

Abstract Objective: To explore the expression level of serum long non-coding RNA (IncRNA) highly
up-regulated in liver cancer (HULC) and its relationship with tumor staging and lymph node metastasis in
patients with liver cancer. Methods; 92 patients with liver cancer were selected as the study group, and 50
healthy persons were selected as the control group. The expression level of serum IncRNA HULC were
compared. Results: The relative expression level of IncRNA HULC in the study group was significantly
higher than that in the control group, with a statistically significant difference (P<0.05). The relative
expression level of INRNA HULC in patients with different stages of liver cancer and different degrees of
lymph node metastasis in the study group were showing statistically significant difference (P<0.05), and
the relative expression of INRNA HULC increased with the increase of malignant stage of liver cancer and

the expansion of metastasis range. Conclusion; The high expression level of IncRNA HULC indicates severe
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malignant lesions and extensive lymph node metastasis in patients with liver cancer.

Keywords: long non-coding RNA; highly up-regulated in liver cancer; tumor stage; lymph node

metastasis

TENFEW TR T 5 b, =73 Z 1551 1
J i sk AHERZAE B 2 % A% IR 7 9 9 TR
H 4, B BRI AR E B o, X — 28 5L
HI9EZR % RNA ( non-coding RNA, ncRNA) o K
E4HAS RNA (long non-coding RNA | IncRNA) i /751
PRAFHEA R HAR SR 4 5 BRI FE2H SV A0 b R 2R
FBERARE M BT, IncRNA B DA O J2 3 [R5 5
YR, AN BA ) E DI RE, SR TR BE S BFFE Y
ANWOIMER , ATT&Z B IncRNA 76 G R TR vh 4 05
HEME, S 55 R A EIC L) R G A B, Rl #%
iz 2R BRI FEETRE
B, IncRNA [RIFEE05005 (14 % 1 % S AT B D1 5K
IncRNA 98 155 2% 3k % 5% AR (highly up-regulated in
liver cancer, HULC) 7E M- 22 I {2 (1) 3 B 3R 3K,
B PR B S A A I DA R 2 0 PR s 43 1
TEFR SRR S d5c ko WL R R 2 — | R AT
NGRS Y RR I RIS I
IR LR B R 1 DL R AT A SO A TR B
ARYT T B R S, R, AW B AR E— P
RIT IncRNA 35 i) 8 JE 0 18 R R G 22, I
Jees RO AR 43 109 DA Rk L 5 6 8 1) [R) 2 VA SR AIE S
e

1 #"RERE
1.1 —RRER

JEEL 2019 4F 11 H & 2021 4F 11 H W K25
— i) s BE Ui i R SR 92 BIVE R, 9
AR e OFF & I 2 Wi ks e @I TR 928 5%
4 GAHCIS W DL R I 2F R A 45 R T LA . HE
BrAnifE . OB BRI 2 A0 0 HL AU I s @
B IE R DI R B ) o S R AR K I 2
AEYIREE Y T E N AR REEALE DM R
WL Lot

ST B a0 A ARG fdt N B3 50 i 7E Rkt BR
4, AAbRIE . Qi B TS TR S A A 50 1 H
PIIEH QR et A 45 R R w | TR MDE Xy ] 5
A LR AR s ORFHCRI R AT ; D8RG M B T

RE R AT,

W T 47 ], L 45 ) 4E 0 42~75 Ji % F1
(55.3+14.2) % SEIRBT A 5L (21.48+1.91) keg/m”;
XFHEZH 55 26 101, 2z 24 ;4R 0% 44 ~ 73 A 2 OF- 1
(56.4+13.9) % PR 55 (21.36+1.77) kg/m*,
WL — Rt 25 oS i B L (P>0.05) , A 7]
P, ARS8 2T R R 25— B = B R 2 AR T 2
AESGiE N
12 FHik
1.2.1 MBI R A E AR A A E R
TR RGN B I o B e A S5 R SR
Z R PET-CT SURE LR AR B AR 256 A A
D5, Jiees 23 H e A 4 B 2 I /s B E
PR A TR A TC M A0 5 AT 2555 4 W, [)
B HEI RS R RERE, h2 B&kE
PN AR B T X A8 8 P AR S A A | LT 2% A A DA
K BREH LU A EA T 255 PEA IS R T 9 20 30 1
TN P43 LR NGO E sl I U |
BALL LIV
1.2.2  IncRNA HULC #9482+ &k #m  GAPDH J&
T A S IO 8 — S il , LA 2H 20— s 7K
Fik HFR B RARXMEE , B bR fER N S, =
JERAE 3 ml APEFRKIAL , R F— 25 B RNA $2 U
# Trizol (W4 [ 3% [E Invitrogen 2 7)) #2HUE RNA, H.
Wik Sy cDNA, #E 4T 52 I 26 % 2 i PCR, i
primer 6.0 B AF BT 519, iC 5 98 B & IncRNA-
HULC KRBk,

1.3 FitFEFE

K SPSS 21.0 Geit oAkt , 1+ BERHA
(xxs) Fom, ¢ K030 THECRRLLA n W3R, XK
%, P<0.05 WEFAGIFEL,

2 #R
2.1 IncRNA HULC ARBEREER

FFEZHAY IncRNA HULC #H Xt 3 15 /K F 2 & =
THXTHRA  W2H 22 7 A Ge it X (P<0.05) ; P4
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GAPDH fJAH X R KA K FE 25 ERFEITFE XL (P>
0.05), W1,

%1 T4 IncRNA HULC FRIX1ER LB (xxs)

205 n IncRNA HULC GAPDH
B 92 8.79+2.13 7.55+1.34
I HEZH 50 1.56+0.45 7.68+1.46

' 23.680 0.535
P <0.05 >0.05

2.2 IncRNA HULC RiZKESHESHZ BHXZR
A FTEE I Won R T4 T3 DL R IV 30 s o
) InRNA HULC AHXF 335 /K A4 40 18] 22 5394 Se it
2R L (P<0.05) , HAF: Bl A i W vk oy SRR B A 3
B, InRNA HULC AH X} 235038 i ; GAPDH A9 AH X%
KPR P ERIG I 2FE XL (P>0.05) , 3K 2,

R 2 IncRNA RizKFESHESBZEIRX R (1+s)

24 531 n IncRNA HULC GAPDH
im0 18 6.12+1.33 7.69+1.03
frE s 43 8.061.59" 7.28+1.18"°
JFEEIVI 31 11.35£1.78** 7.85+1.30""

545 L #9rk4R, "P<0.05; 5 A% M A re 42, * P<0.05

2.3 IncRNA HULC RIEKFEREHREBLERERBZ
8] 15 &

WFFEL5 T R JOWR LS5 5685 3 B ok O 245 5
% GBI L A5 A BB 1 InRNA HULC #H X 3
RAKOF B2 R 25 53594 Ge it 2738 L (P<0.05) , HLAF:
Rt P95 R 0 25 L B2 3G T 997K, InRNA HULC AH
X IR I ; GAPDH BT F kK -2 2 R Ge T
S L(P>0.05) , WL 3,

R 3 AE IncRNA RIEKFRMBLEEBBFRER (xts)

2057 n IncRNA HULC GAPDH
Tk 20 5.26+1.05 7.51%1.12
PR RS 45 7.99+1.54" 7.45£1.01"
mPERER 27 12.74+2.06°* 7.74+1.09"*

5 RAEAS LA | "P<0.05; 5 U1 3E B S5 ILAR  P<0.05
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T, 8 0 B A R I DR 1 AN 58 4 BT (EL R
R IE SRR R SRR Y A s [R]3st % R R i sk
JFF 4 LA BT EAR 305 0k R A7 76 25 DT I OB, X
T OIS B9 T8 85 LR van RURS: & s AR T
B, S HEAT AL M AR I e R DL o
1, BARFERIR RS E T RE L5048 T & it
J& ERATHA R 2 L B B8 2 eh TR BE Lt k2, B
DR TIRYT ISR AR I ] 7% R 3 5 45 il s 2 st
Xof JHF i £ 1 s 78 A L e T PR Al 2 T e Y
InRNA HULC {433 [F] 98 52835 0 17 ™ S A B HL AT
—SEAHDCHE Ny T 2B rp i SCHR ARSIl
T T AT T e R R A AR B DL R RS DL

J 9 RE S 06 B LA R ik B2 45 1) A B 15 0 %of
JHH9EE Y e AT BB IPAL AN (B, P B T s S
TR EE B IR, w4 AR ] BT IR T A e R 1Y
RGP A 23 20 JH 22 4k L 25 R AT A A%, WY e e i
22 IR B KA T FE B 4 TR L e ] | T
JG  FESIKSE LR B bk SRR, IR
IR B IR AT A0 I 0 ) U 2 DA S R g L
BREMEIEFAE R AR R B, %
P 1 7™ F B RS L T2 B I R IneRNA
HULC fRBACEF & A A, IneRNA BE7E
FM s A% | 5 LA S Sk S /KT b 428 5 TR 3R 38 4
WEHEREEMERY . IncRNA HRIBREE R KRS
ABR AL TS I K2 (8] 38 5§ fb (epithelial-mesenchymal
transition, EMT) {2 ZEFIiTHE A B 5 77 o8 5 55 Ak
RARNE T, 388 3 5 0 B B 1 e e Bl A 5 A2 gk L
Bt AR 2 B R G HR N 2 9 A0 AT T 9
] G b i B RO M) — SRy 2P B R
5, MR A AR R ER B B H A EL IR B gt A
PRAGER, B TELC AL R0 A2 A AME . IncRNA [ 3R A
DA B RIBHIL B Z2 AR VAR FT 5 Ay 9 70 5 7% 241 Jf A 1
BRI E BE ok B B AR A B 20 LR S A, DL B EMT
A FEAEBURBU T  EMT ZERRNIG 10 R & LA S 41 4U0E
SRR DR IR SRR B i Y B R R A
X g A S e 3 TR S AN DU 3 R AN )
AT, DN 51 A8 728 X R A B IR DA B bk (2 45
Foim b i, 2R 5 o M5 48 e 2R
1 IR A R L) Ao T Jor i A8 A 180 DO AR G, L4
N Kz 40 e A= 4 I 7 (vascular endothelial cell growth
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factor, VEGF) BE A% 1 15 55 43 Wh 0> =&, 155 5 I e 1 A
Az B, DT A 98 1 kA ke R R BB BRI
M7 IncRNA HULC 75 7K -2 35 119 58 2 1 40 i g 41
21 VEGF BHM: AW R 84 n, 7T G2 1k IncRNA
HULC 55 7K - 2% 5 {2 1 968 40 B 39 78 97 800 19 2%
[ A

T35, IncRNA 55 7K - 23K [F] e (o AR U8R | L 1A
2 EPIC A R AL AE — R Ik . G o (AR T3k
TR SR AR X G A b i) KER 4 DNA 8
SE B s ik DAL BN 48 1Y J2: 56 PR AR 9 35 AR 1 AR [
I AN [F] AR T O R, FENG LI A K L &
RYEE BN B A B e B s v] 2 80 AR K
A RR 2[RI T PR 7 5 DL AT O S 4
IncRNA (155 7K -2 35 552 M 35k R 4 e S 3Rk
SRIMTAA D) VR FHBLIRA A T SR AR FEIESE

HHT, IncRNA #2315 7K P78 55 7395 9 v i) 1z H]
EARTH T IZ MO AL, SR O T i 3 R R e s AR
1 223 R 9 & A & JE AL I8 A5 Rtk — 2B o
I HFSE IncRNA HULC 3R 3K 7K F [m] 982 H8 35 0
AGPETR B DL S5 5 R R 1 OC 2R, BEE O T
BEWE LR IR A M EN S EFE R, F
I, 38 33 B ABFSE IncRNA HULC By A ML, 7T Xt
JHF- 98 18 350 577 RT3 7 4 A 10 S BB 3K o7 i v O AR
BRI A R L K T T ELA W AR A
{H ., AW Z AT, 3R I 191 40 it i 2
HL3Z BT [P 3 7 108 Jey BRAA: , oK BB X SR AR FEAS 1Y
A B AR 1 SEAT A AL, ST R 2, A )
P ZEIE AT T RAE A EIE LA S 2 i M PR 9T 45 2R
FIESE

Zi Rk IR B IncRNA HULC 357K F-[A]
JiIeE 3 3 DA R ik U 4 B B A7 e — E RHK R K P 1Y
IncRNA HULC ik DL R 45 Ry 7™ T 1) 0670 i i
Tz bk EL A 5 AL 0 L (B I PR AR N S 4
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