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Research progress of digital PCR technology in the detection of
malignant tumors in body fluids”
GAO Congeong? , ZENG Si’en”
(The Affiliated Hospital of Guilin Medical University, Guilin 541001, China)

Abstract The diagnosis and treatment of malignant tumors have been moving towards the stage of
individualized medicine, which requires clinical workers to have a comprehensive grasp of the variable
growth and evolution process of malignant tumors, the complex internal molecular structure and the
generation of drug resistance. Digital PCR technology based on body fluids detection is expected to become
one of the reliable tools for molecular detection of malignant tumors because of its convenient sampling,
effective avoidance of invasive damage caused by tissue biopsy and high detection sensitivity and
specificity. Therefore, it can detect malignant tumor related genes in body fluid samples. This article
mainly reviews the researches on the detection of malignant tumors in body fluids by digital PCR
technology.
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JEB (RERY) T (EEREGE 325 e A IR (2 W
R A TR AFIA ] o TR D A5 R 1Y
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AT AN EE ) 3, FERE AL MR B Y B R 5
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S R BRI i AR P G TE EGFR K748, N T
fift EGFR 272 Byl K& 3L, 738 T 122 fl4%:32 EGFR
TKIs & J7 (9 #7112 W 19 0t oF & B & 1 4E 7 R
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(B PR AR S5 SR A R, B LA PCR AR 5
DR i PR 3 36k A0 B R RIS (4 AT RSP AIE S G
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